ABSTRACT Carboxydothermus spp. are some of the most studied carbon monoxideoxidizing anaerobic thermophiles. For further investigation into the carbon monoxide metabolism of Carboxydothermus spp., we report here the draft genome sequences of the hydrogenogenic carboxydotrophs Carboxydothermus pertinax (2.47 Mb; GϩC content, 40.7%) and C. islandicus (2.39 Mb; GϩC content, 42.0%).
CODH gene clusters for energy conversion are adjacent to or located near the ECH gene cluster on the genomes of hydrogenogenic carboxydotrophs, and complexes of these gene products are considered to be responsible for hydrogenogenic CO metabolism (16, 17) . The CODH/ECH gene cluster was conserved in C. islandicus, as in other hydrogenogenic carboxydotrophs, whereas the genome of C. pertinax contained an ECH gene cluster but not the CODH/ECH gene cluster. In addition, cooS, which encodes CODH-I, was not amplified when using a specific PCR primer set (forward primer, 5=GCGGCGCGGGATTCCTTTAG3=; reverse primer, 5=AAGCCCGGCTGCCTTTCC TA3=). These results suggested that for C. pertinax complexes of gene products from the ECH gene cluster and its physically unlinked cooS were responsible for hydrogenogenic CO metabolism.
Accession number(s).
The draft genome sequences of C. pertinax and C. islandicus have been deposited in the DNA Data Bank of Japan under the GenBank accession numbers BDJK01000000 and BDJL01000000, respectively.
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